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<213> Homo Sapien 

^ggcgggcag cagctgcagg ctgaccttgc agcttggcgg aatggactgg 50 
cctcacaacc tgctgtttct tcttaccatt tccatcttcc tggggctggg 100 
ccagcccagg agccccaaaa gcaagaggaa ggggcaaggg cggcctgggc 150 
ccctggcccc tggccctcac caggtgccac tggacctggt gtcacggatg 200 
aaaccgtatg cccgcatgga ggagtatgag aggaacatcg aggagatggt 250 
ggcccagctg aggaacagct cagagctggc ccagagaaag tgtgaggtca 300 
acttgcagct gtggatgtcc aacaagagga gcctgtctcc ctggggctac 350 
agcatcaacc acgaccccag ccgtatcccc gtggacctgc cggaggcacg 400 
gtgcctgtgt ctgggctgtg tgaacccctt caccatgcag gaggaccgca 450 
gcatggtgag cgtgccggtg ttcagccagg ttcctgtgcg ccgccgcctc 500 
tgcccgccac cgccccgcac agggccttgc cgccagcgcg cagtcatgga 550 
gaccatcgct gtgggctgca cctgcatctt ctgaatcacc tggcccagaa 600 
gccaggccag cagcccgaga ccatcctcct tgcacctttg tgccaagaaa 650 
ggcctatgaa aagtaaacac tgacttttga aagcaag 687 

<210> 2 

<211> 180 

<212> PRT 

<213> Homo Sapien 



"Me^Asp Trp Pro His Asn Leu Leu Phe Leu Leu Thr lie Ser lie 
1 5 10 15 

Phe Leu Gly Leu Gly Gin Pro Arg Ser Pro Lys Ser Lys Arg Lys 



20 



Gly Gin Gly Arg Pro Gly Pro Leu Ala Pro Gly Pro His Gin Val 
3 5 40 

Pro Leu Asp Leu Val Ser Arg Met Lys Pro Tyr Ala Arg Met Glu 
50 55 60 

Glu Tyr Glu Arg Asn lie Glu Glu Met Val Ala Gin Leu Arg Asn 
65 70 7b 

Ser Ser Glu Leu Ala Gin Arg Lys Cys Glu Val Asn Leu Gin Leu 
80 85 9° 

Trp Met Ser Asn Lys Arg Ser Leu Ser Pro Trp Gly Tyr Ser lie 



95 



100 
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Asn His Asp Pro Ser Arg lie Pro Val Asp Leu Pro Glu Ala Arg 
110 115 x ^ 

Cys Leu Cys Leu Gly Cys Val Asn Pro Phe Thr Met Gin Glu Asp 
125 130 135 

Arg Ser Met Val Ser Val Pro Val Phe Ser Gin Val Pro Val Arg 
140 145 150 

Arg Arg Leu Cys Pro Pro Pro Pro Arg Thr Gly Pro Cys Arg Gin 
15 5 160 I 65 

Arq Ala Val Met Glu Thr lie Ala Val Gly Cys Thr Cys lie Phe 
170 I" 75 180 

<210> 3 

<211> 1047 

<212> DNA 

<213> Homo Sapien 

< g2caggtgtg caggccgctc caagcccagc ctgccccgct gccgccacca 50 
tgacgctcct ccccggcctc ctgtttctga cctggctgca cacatgcctg 100 
gcccaccatg acccctccct cagggggcac ccccacagtc acggtacccc 150 
acactgctac tcggctgagg aactgcccct cggccaggcc cccccacacc 200 
tgctggctcg aggtgccaag tgggggcagg ctttgcctgt agccctggtg 250 
tccagcctgg aggcagcaag ccacaggggg aggcacgaga ggccctcagc 3 00 
tacgacccag tgcccggtgc tgcggccgga ggaggtgttg gaggcagaca 3 50 
cccaccagcg ctccatctca ccctggagat accgtgtgga cacggatgag 400 



gaccgctatc cacagaagct ggccttcgcc gagtgcctgt gcagaggctg 450 
tatcgatgca cggacgggcc gcgagacagc tgcgctcaac tccgtgcggc 500 
tgctccagag cctgctggtg ctgcgccgcc ggccctgctc ccgcgacggc 550 
tcggggctcc ccacacctgg ggcctttgcc ttccacaccg agttcatcca 600 
cgtccccgtc ggctgcacct gcgtgctgcc ccgttcagtg tgaccgccga 650 
ggccgtgggg cccctagact ggacacgtgt gctccccaga gggcaccccc 700 
tatttatgtg tatttattgt tatttatatg cctcccccaa cactaccctt 750 
ggggtctggg cattccccgt gtctggagga cagcccccca ctgttctcct 800 
catctccagc ctcagtagtt gggggtagaa ggagctcagc acctcttcca 850 
gcccttaaag ctgcagaaaa ggtgtcacac ggctgcctgt accttggctc 900 
--cctgtcct-gc--teceGggct.tc-.cc.t.taccc.ta_tg,actsgc^_caggccccgc 950_ 



aggctgcctc ttcccaacct ccttggaagt. acccctgttt cttaaacaat 1000 
tatttaagtg tacgtgtatt attaaactga tgaacacatc cccaaaa 1047 



<210> 4 

<211> 197 

<212> PRT 

<213> Homo Sapien 

<400> 4 



Met^r Leu Leu Pro Gly Leu Leu Phe Leu Thr Trp Leu His Thr 



10 



Cys Leu 



His Gly 



Ala His His Asp Pro Ser Leu Arg Gly His Pro His Ser 



20 



25 



Thr Pro His Cys Tyr Ser Ala Glu Glu Leu Pro Leu Gly 



35 40 



Gin Ala Pro Pro 



His Leu Leu Ala Arg Gly Ala Lys Trp Gly Gin 



60 



50 55 
Ala Leu Pro Val Ala Leu Val Ser Ser Leu Glu Ala Ala Ser His 



65 



70 



Arg Gly Arg His Glu Arg Pro Ser Ala Thr Thr Gin Cys Pro Val 
80 85 

Arg Pro Glu Glu Val Leu Glu Ala Asp Thr His Gin Arg Ser 

100 ±KJO 



Leu 



95 



He Ser Pro Trp Arg Tyr Arg Val Asp Thr Asp Glu Asp Arg Tyr 



110 



115 



Pro Gin Lys Leu Ala Phe Ala Glu Cys Leu Cys Arg Gly Cys lie 



125 



130 



Asp Ala Arg Thr Gly Arg Glu Thr Ala Ala Leu Asn Ser Val Arg 



140 



Leu Leu 



Gin Ser Leu Leu Val Leu Arg Arg Arg Pro Cys Ser Arg 



155 



160 



Asp Gly Ser Gly Leu Pro Thr Pro Gly Ala Phe Ala Phe His Thr 
170 175 

Glu Phe lie His Val Pro Val Gly Cys Thr Cys Val Leu Pro Arg 
185 190 

Ser Val 



<210> 5 
<211> 1320 
<212> DNA 
<213> Homo Sapien 

<4W>~5~~ 



6 



ggcttgctga'aaataaaatc aggactccta acctgctcca gtcagcctgc 50 
ttccacgagg cctgtcagtc agtgcccgac ttgtgactga gtgtgcagtg 100 
cccagcatgt accaggtcag tgcagagggc tgcctgaggg ctgtgctgag 150 
agggagagga gcagagatgc tgctgagggt ggagggaggc caagctgcca 200 
ggtttggggc tgggggccaa gtggagtgag aaactgggat cccaggggga 250 
gggtgcagat gagggagcga cccagattag gtgaggacag ttctctcatt 300 
agccttttcc tacaggtggt tgcattcttg gcaatggtca tgggaaccca 350 
cacctacagc cactggccca gctgctgccc cagcaaaggg caggacacct 400 
ctgaggagct gctgaggtgg agcactgtgc ctgtgcctcc cctagagcct 450 
gctaggccca accgccaccc agagtcctgt agggccagtg aagatggacc 500 
cctcaacagc agggccatct ccccctggag atatgagttg gacagagact 550 
tgaaccggct cccccaggac ctgtaccacg cccgttgcct gtgcccgcac 600 
tgcgtcagcc tacagacagg ctcccacatg gacccccggg gcaactcgga 650 
gctgctctac cacaaccaga ctgtcttcta caggcggcca tgccatggcg 700 
agaagggcac ccacaagggc tactgcctgg agcgcaggct gtaccgtgtt 750 
tccttagctt gtgtgtgtgt gcggccccgt gtgatgggct agccggacct 800 
gctggaggct ggtccctttt tgggaaacct ggagccaggt gtacaaccac 850 
ttgccatgaa gggccaggat gcccagatgc ttggcccctg tgaagtgctg 900 
tctggagcag caggatcccg ggacaggatg gggggcttty yyyaaaacct 950 
gcacttctgc acattttgaa aagagcagct gctgcttagg gccgccggaa 1000 
gctggtgtcc tgtcattttc tctcaggaaa ggttttcaaa gttctgccca 1050 
tttctggagg ccaccactcc tgtctcttcc tcttttccca tcccctgcta 1100 
ccctggccca gcacaggcac tttctagata tttccccctt gctggagaag 1150 
aaagagcccc tggttttatt tgtttgttta ctcatcactc agtgagcatc 1200 
tactttgggt gcattctagt gtagttacta gtcttttgac atggatgatt 1250 
ctgaggagga agctgttatt gaatgtatag agatttatcc aaataaatat 1300 
ctttatttaa aaatgaaaaa 1320 

<210> 6 

<211> 177 

<212> PRT 

— < 2T3"> Homo-Sap i en 



< Met > Arg Glu Arg Pro Arg Leu Gly Glu Asp Ser Ser Leu lie Ser 
1 5 10 1S 

Phe Leu Gin Val Val Ala Phe Leu Ala Met Val Met Gly Thr 



Leu 

20 



25 30 



His Thr Tyr Ser His Trp Pro Ser Cys Cys Pro Ser Lys Gly Gin 
35 40 4b 

Asp Thr Ser Glu Glu Leu Leu Arg Trp Ser Thr Val Pro Val Pro 
50 55 60 

Pro Leu Glu Pro Ala Arg Pro Asn Arg His Pro Glu Ser Cys Arg 
65 70 75 

Ala Ser Glu Asp Gly Pro Leu Asn Ser Arg Ala lie Ser Pro Trp 
80 85 90 

Arg Tyr Glu Leu Asp Arg Asp Leu Asn Arg Leu Pro Gin Asp LeU 
3 95 100 105 

Tyr His Ala Arg Cys Leu Cys Pro His Cys Val Ser Leu Gin Thr 
110 115 

Gly Ser His Met Asp Pro Arg Gly Asn Ser Glu Leu Leu Tyr His 
125 130 13 

Asn Gin Thr Val Phe Tyr Arg Arg Pro Cys His Gly Glu Lys Gly 
140 145 

Thr His Lys Gly Tyr Cys Leu Glu Arg Arg Leu Tyr Arg Val Ser 
155 160 

Leu Ala Cys Val Cys Val Arg Pro Arg Val Met Gly 
170 !75 



<210> 7 
<211> 1754 
<212> DNA 
<213> Homo Sapien 

<400> 7 an 

atgctggtag ccggcttcct gctggcgctg ccgccgagct gggccgcggg 50 

cgcccccagg gcgggcaggc gccccgcgcg gccgcggggc tgcgcggacc 100 

ggccggagga gctactggag cagctgtacg ggcgcctggc ggccggcgtg 150 

ctcagtgcct tccaccacac gctgcagctg gggccgcgtg agcaggcgcg 2 00 

caacgcgagc tgcccggcag ggggcaggcc cggcgaccgc cgcttccggc 2 50 

cgcccaccaa cctgcgcagc gtgtcgccct gggcctacag aatctcctac 300 

gacccggcga ggtaccccag gtacctgcct gaagcctact gcctgtgccg 350 

- gggctgcctg- accggget gt -t-GggGgagga-ggacg.tgcgc_.ttccgca.gcg_400_ 



cccctgtcta' catgcccacc gtcgtcctgc gccgcacccc .cgcctgcgcc 450 
ggcggccgtt ccgtctacac cgaggcctac gtcaccatcc ccgtgggctg 500 
cacctgcgtc cccgagccgg agaaggacgc agacagcatc aactccagca 550 
tcgacaaaca gggcgccaag ctcctgctgg gccccaacga cgcgcccgct 600 
ggcccctgag gccggtcctg ccccgggagg tctccccggc ccgcatcccg 650 
aggcgcccaa gctggagccg cctggagggc tcggtcggcg acctctgaag 700 
agagtgcacc gagcaaacca agtgccggag caccagcgcc gcctttccat 750 
ggagactcgt aagcagcttc atctgacacg ggcatccctg gcttgctttt 800 
agctacaagc aagcagcgtg gctggaagct gatgggaaac gacccggcac 850 
gggcatcctg tgtgcggccc gcatggaggg tttggaaaag ttcacggagg 900 
ctccctgagg agcctctcag atcggctgct gcgggtgcag ggcgtgactc 950 
accgctgggt gcttgccaaa gagataggga cgcatatgct ttttaaagca 1000 
atctaaaaat aataataagt atagcgacta tatacctact tttaaaatca 1050 
actgttttga atagaggcag agctatttta tattatcaaa tgagagctac 1100 
tctgttacat ttcttaacat ataaacatcg ttttttactt cttctggtag 1150 
aattttttaa agcataattg gaatccttgg ataaattttg tagctggtac 1200 
actctggcct gggtctctga attcagcctg tcaccgatgg ctgactgatg 1250 
aaatggacac gtctcatctg acccactctt ccttccactg aaggtcttca 1300 
cgggcctcca ggtggaccaa agggatgcac aggcyycLug catgccccag 13 50 
ggccagctaa gagttccaaa gatctcagat ttggttttag tcatgaatac 1400 
ataaacagtc tcaaactcgc acaatttttt cccccttttg aaagccactg 1450 
gggccaattt gtggttaaga ggtggtgaga taagaagtgg aacgtgacat 1500 
ctttgccagt tgtcagaaga atccaagcag gtattggctt agttgtaagg 1550 
gctttaggat caggctgaat atgaggacaa agtgggccac gttagcatct 1600 
gcagagatca atctggaggc ttctgtttct gcattctgcc acgagagcta 1650 
ggtccttgat cttttcttta gattgaaagt ctgtctctga acacaattat 1700 
ttgtaaaagt tagtagttct tttttaaatc attaaaagag gcttgctgaa 1750 
ggat 1754 
<210> 8 

- <: 21-1>— 2 02 



<212> PRT 

<213> Homo Sapien 

^et^eu Val Ala Gly Phe Leu Leu Ala Leu Pro Pro Ser Trp Ala 
1 5 10 15 

Ala Gly Ala Pro Arg Ala Gly Arg Arg Pro Ala Arg Pro Arg Gly 
20 25 30 

Cys Ala Asp Arg Pro Glu Glu Leu Leu Glu Gin Leu Tyr Gly Arg 
35 40 4b 

Leu Ala Ala Gly Val Leu Ser Ala Phe His His Thr Leu Gin Leu 
50 55 60 

Glv Pro Arg Glu Gin Ala Arg Asn Ala Ser Cys Pro Ala Gly Gly 

1 70 75 



65 



Arg Pro Gly Asp Arg Arg Phe Arg Pro Pro Thr Asn Leu Arg Ser 



80 



85 



Val Ser Pro Trp Ala Tyr Arg lie Ser Tyr Asp Pro Ala Arg Tyr 
95 100 105 

Pro Arg Tyr Leu Pro Glu Ala Tyr Cys Leu Cys Arg Gly Cys Leu 
110 115 X 

Thr Gly Leu Phe Gly Glu Glu Asp Val Arg Phe Arg Ser Ala Pro 
125 130 

Val Tyr Met Pro Thr Val Val Leu Arg Arg Thr Pro Ala Cys Ala 
140 145 I 50 

Gly Gly Arg Ser Val Tyr Thr Glu Ala Tyr Val Thr lie Pro Val 
155 160 165 



Gly Cys Thr Cys Val Pro Glu Pro Glu Lys Asp Ala Asp Ser lie 
170 I 75 18 

Asn Ser Ser lie Asp Lys Gin Gly Ala Lys Leu Leu Leu Gly Pro 
185 190 195 

Asn Asp Ala Pro Ala Gly Pro 
200 

<210> 9 

<211> 559 

<212> DNA 

<213> Homo Sapien 

< caactgcacc tcggttctat cgatagccac cagcgcaaca tgacagtgaa 50 
gaccctgcat ggcccagcca tggtcaagta cttgctgctg tcgatattgg 100 
ggcttgcctt tctgagtgag gcggcagctc ggaaaatccc caaagtagga 150 



10 



catacttttt tccaaaagcc tgagagttgc ccgcctgtgc caggaggtag 2 00 
tatgaagctt gacattggca tcatcaatga aaaccagcgc gtttccatgt 250 
cacgtaacat cgagagccgc tccacctccc cctggaatta cactgtcact 300 
tgggacccca accggtaccc ctcggaagtt gtacaggccc agtgtaggaa 350 
cttgggctgc atcaatgctc aaggaaagga agacatctcc atgaattccg 400 
ttcccatcca gcaagagacc ctggtcgtcc ggaggaagca ccaaggctgc 450 
tctgtttctt tccagttgga gaaggtgctg gtgactgttg gctgcacctg 500 
cgtcacccct gtcatccacc atgtgcagta agaggtgcat atccactcag 550 
ctgaagaag 559 

<210> 10 

<211> 163 

<212> PRT 

<213> Homo Sapien 

< Met > Thr Val Lys Thr Leu His Gly Pro Ala Met Val Lys Tyr Leu 
15 10 15 

Leu Leu Ser He Leu Gly Leu Ala Phe Leu Ser Glu Ala Ala Ala 
20 25 30 

Arq Lys He Pro Lys Val Gly His Thr Phe Phe Gin Lys Pro Glu 
35 40 45 

Ser Cvs Pro Pro Val Pro Gly Gly Ser Met Lys Leu Asp He Gly 
50 55 60 



He lie Asn Glu Asn Gin ftrg Val Ser Met Ser Arg Asn He Glu 
65 70 75 

Ser Arg Ser Thr Ser Pro Trp Asn Tyr Thr Val Thr Trp Asp Pro 

85 9° 



80 

Asn Arq Tyr Pro Ser Glu Val Val Gin Ala Gin Cys Arg Asn Leu 
95 100 105 

Gly Cys He Asn Ala Gin Gly Lys Glu Asp He Ser Met Asn Ser 
110 H5 120 

Val Pro He Gin Gin Glu Thr Leu Val Val Arg Arg Lys His Gin 
125 130 135 

Gly Cys Ser Val Ser Phe Gin Leu Glu Lys Val Leu Val Thr Val 
140 145 150 

Glv Cys Thr Cys Val Thr Pro Val He His His Val Gin 
155 160 

-<2-l-0->— 1-1 
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<211> 1515 . 

<212> DNA 

<213> Homo Sapien 

^cggcgatgt cgctcgtgct gctaagcctg gccgcgctgt gcaggagcgc 50 
cgtaccccga gagccgaccg ttcaatgtgg ctctgaaact gggccatctc 100 
cagagtggat gctacaacat gatctaatcc ccggagactt gagggacctc 150 
cgagtagaac ctgttacaac tagtgttgca acaggggact attcaatttt 200 
gatgaatgta agctgggtac tccgggcaga tgccagcatc cgcttgttga 250 
aggccaccaa gatttgtgtg acgggcaaaa gcaacttcca gtcctacagc 300 
tgtgtgaggt gcaattacac agaggccttc cagactcaga ccagaccctc 350 
tggtggtaaa tggacatttt cctacatcgg cttccctgta gagctgaaca 400 
cagtctattt cattggggcc cataatattc ctaatgcaaa tatgaatgaa 450 
gatggccctt ccatgtctgt gaatttcacc tcaccaggct gcctagacca 500 
cataatgaaa tataaaaaaa agtgtgtcaa ggccggaagc ctgtgggatc 550 
cgaacatcac tgcttgtaag aagaatgagg agacagtaga agtgaacttc 600 
acaaccactc ccctgggaaa cagatacatg gctcttatcc aacacagcac 650 
tatcatcggg ttttctcagg tgtttgagcc acaccagaag aaacaaacgc 700 
gagcttcagt ggtgattcca gtgactgggg atagtgaagg tgctacggtg 750 
cagctgactc catattttcc tacttgtggc agcgactgca tccgacataa 800 



aggaacagtt gtgctctgcc cacaaacagg cgtccctttc cctctggata 850 
acaacaaaag caagccggga ggctggctgc ctctcctcct gctgtctctg 900 
ctggtggcca catgggtgct ggtggcaggg atctatctaa tgtggaggca 950 
cgaaaggatc aagaagactt ccttttctac caccacacta ctgcccccca 1000 
ttaaggttct tgtggtttac ccatctgaaa tatgtttcca tcacacaatt 1050 
tgttacttca ctgaatttct tcaaaaccat tgcagaagtg aggtcatcct 1100 
tgaaaagtgg cagaaaaaga aaatagcaga gatgggtcca gtgcagtggc 1150 
ttgccactca aaagaaggca gcagacaaag tcgtcttcct tctttccaat 12 00 
gacgtcaaca gtgtgtgcga tggtacctgt ggcaagagcg agggcagtcc 1250 
cagtgagaac tctcaagacc tcttccccct tgcctttaac cttttctgca 13 00 
■ -gtga-t-ctaag- . a agccagat.t_catc.tg.ca.ca_aatacgtggt _ggtctacttt_135_0 

12 



. agagagattg atacaaaaga cgattacaat gctctcagtg tctgccccaa 1400 

gtaccacctc atgaaggatg ccactgcttt ctgtgcagaa cttctccatg 1450 

tcaagcagca ggtgtcagca ggaaaaagat cacaagcctg ccacgatggc 1500 

tgctgctcct tgtag 1515 

<210> 12 

<211> 502 

<212> PRT 

<213> Homo Sapien 

<400> 12 

Met Ser Leu Val Leu Leu Ser Leu Ala Ala Leu Cys Arg Ser Ala 
1 5 10 15 

Val Pro Arg Glu Pro Thr Val Gin Cys Gly Ser Glu Thr Gly Pro 
20 25 30 

Ser Pro Glu Trp Met Leu Gin His Asp Leu lie Pro Gly Asp Leu 
35 40 45 

Arq Asp Leu Arg Val Glu Pro Val Thr Thr Ser Val Ala Thr Gly 
y 50 55 60 

Asp Tyr Ser lie Leu Met Asn Val Ser Trp Val Leu Arg Ala Asp 
65 70 75 

Ala Ser He Arg Leu Leu Lys Ala Thr Lys He Cys Val Thr Gly 
80 85 90 

Lys Ser Asn Phe Gin Ser Tyr Ser Cys Val Arg Cys Asn Tyr Thr 
95 100 105 

Glu Ala Phe Gin Thr Gin Thr Arg Pro Ser Gly Gly Lys Trp Thr 
1±S 115 120_ 



Phe Ser Tyr He Gly Phe Pro Val Glu Leu Asn Thr Val Tyr Phe 
125 130 135 

He Gly Ala His Asn He Pro Asn Ala Asn Met Asn Glu Asp Gly 
140 145 150 

Pro Ser Met Ser Val Asn Phe Thr Ser Pro Gly Cys Leu Asp His 
155 160 165 

He Met Lys Tyr Lys Lys Lys Cys Val Lys Ala Gly Ser Leu Trp 
170 175 180 

Asp Pro Asn He Thr Ala Cys Lys Lys Asn Glu Glu Thr Val Glu 
185 190 195 

Val Asn Phe Thr Thr Thr Pro Leu Gly Asn Arg Tyr Met Ala Leu 
200 205 210 

He Gin His Ser Thr He He Gly Phe Ser Gin Val Phe Glu Pro 
215 220 225 



13 



His Gin Lys Lys Gin Thr Arg Ala Ser Val Val He Pro Val Thr 
230 235 240 

Gly Asp Ser Glu Gly Ala Thr Val Gin Leu Thr Pro Tyr Phe Pro 
245 250 255 

Thr Cys Gly Ser Asp Cys He Arg His Lys Gly Thr Val Val Leu 
260 265 270 

Cys Pro Gin Thr Gly Val Pro Phe Pro Leu Asp Asn Asn Lys Ser 
275 280 285 

Lvs Pro Gly Gly Trp Leu Pro Leu Leu Leu Leu Ser Leu Leu Val 
290 295 300 

Ala Thr Trp Val Leu Val Ala Gly He Tyr Leu Met Trp Arg His 
305 310 315 

Glu Arg He Lys Lys Thr Ser Phe Ser Thr Thr Thr Leu Leu Pro 
320 325 330 

Pro He Lys Val Leu Val Val Tyr Pro Ser Glu He Cys Phe His 
335 340 345 

His Thr He Cys Tyr Phe Thr Glu Phe Leu Gin Asn His Cys Arg 
350 355 360 

Ser Glu Val He Leu Glu Lys Trp Gin Lys Lys Lys He Ala Glu 
365 370 375 

Met Gly Pro Val Gin Trp Leu Ala Thr Gin Lys Lys Ala Ala Asp 
380 385 390 

Lys Val Val Phe Leu Leu Ser Asn Asp Val Asn Ser Val Cys Asp 
395 400 405 

G ly Th r C y s G ly Lys Ser G in G ly S er Pro Ser Glu Asn Ser Gin 



410 415 420 

Asp Leu Phe Pro Leu Ala Phe Asn Leu Phe Cys Ser Asp Leu Arg 

425 430 435 

Ser Gin He His Leu His Lys Tyr Val Val Val Tyr Phe Arg Glu 

440 445 450 

He Asp Thr Lys Asp Asp Tyr Asn Ala Leu Ser Val Cys Pro Lys 

455 460 465 

Tyr His Leu Met Lys Asp Ala Thr Ala Phe Cys Ala Glu Leu Leu 

470 475 480 

His Val Lys Gin Gin Val Ser Ala Gly Lys Arg Ser Gin Ala Cys 

485 490 495 

His Asp Gly Cys Cys Ser Leu 
500 

<210> 13 



14 



<211> 2380 

<212> DNA 

<213> Homo Sapien 

<400> 13 



acactggcca 


aacaaaaacg 


aaagcactcc 


gtgctggaag 


taggaggaga 


50 


gtcaggactc 


ccaggacaga 


gagtgcacaa 


actacccagc 


acagccccct 


100 


ccgccccctc 


tggaggctga 


agagggattc 


cagcccctgc 


cacccacaga 


150 


cacgggctga 


ctggggtgtc 


tgcccccctt 


gggggggggc 


agcacagggc 


200 


ctcaggcctg 


ggtgccacct 


ggcacctaga 


agatgcctgt 


gccctggttc 


250 


ttgctgtcct 


tggcactggg 


ccgaagccca gtggtccttt 


ctctggagag 


300 


gcttgtgggg 


cctcaggacg 


ctacccactg 


ctctccgggc 


ctctcctgcc 


350 


gcctctggga 


cagtgacata 


ctctgcctgc 


ctggggacat 


cgtgcctgct 


400 


ccgggccccg 


tgctggcgcc 


tacgcacctg 


cagacagagc 


tggtgctgag 


450 


gtgccagaag 


gagaccgact 


gtgacctctg 


tctgcgtgtg 


gctgtccact 


500 


tggccgtgca 


tgggcactgg 


gaagagcctg 


aagatgagga 


aaagtttgga 


550 


ggagcagctg 


actcaggggt 


ggaggagcct 


aggaatgcct 


ctctccaggc 


600 


ccaagtcgtg 


ctctccttcc 


aggcctaccc 


tactgcccgc 


tgcgtcctgc 


650 


tggaggtgca 


agtgcctgct 


gcccttgtgc 


agtttggtca 


gtctgtgggc 


700 


tctgtggtat 


atgactgctt 


cgaggctgcc 


ctagggagtg 


aggtacgaat 


750 


ctggtcctat 


actcagccca 


ggtacgagaa ggaactcaac 


cacacacagc 


800 


agctgcctgc 


cctgccctgg 


ctcaacgtgt 


cagcagatgg 


tgacaacgtg 


850 


catctggttc 


tgaatgtctc 


tgaggagcag 


cacttcggcc 


tctccctgta 


900 


ctggaatcag 


gtccagggcc 


ccccaaaacc 


ccggtggcac 


aaaaacctga 


950 


ctggaccgca 


gatcattacc 


ttgaaccaca 


cagacctggt 


tccctgcctc 


1000 


tgtattcagg 


tgtggcctct 


ggaacctgac 


tccgttagga 


cgaacatctg 


1050 


ccccttcagg 


gaggaccccc 


gcgcacacca 


gaacctctgg 


caagccgccc 


1100 


gactgcgact 


gctgaccctg 


cagagctggc 


tgctggacgc 


accgtgctcg 


1150 


ctgcccgcag 


aagcggcact 


gtgctggcgg 


gctccgggtg 


gggacccctg 


1200 


ccagccactg 


gtcccaccgc 


tttcctggga 


gaacgtcact 


gtggacaagg 


1250 


ttctcgagtt 


cccattgctg 


aaaggccacc 


ctaacctctg 


tgttcaggtg 


1300 


aacagctcgg 


agaagctgca 


gctgcaggag 


tgcttgtggg 


ctgactccct 


1350 
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aacscsc a t a t c 


aaaaacaata 


tgctactgtt 


ggagacacga 


ggcccccagg 


1400 


ctv^dciL, cty ciuu 


r 1 r 1 1" r t* at" crc c 


ttggaaccca 


gtggctgtac 


ttcactaccc 


1450 


ciy octdciy o l. 


ocr^cicrcrc! 


aactcacctt 


ggagagtact 


tactacaaga 


1500 




aaccacrtatc 


tgcagctatg 


ggacgatgac 


ttqqqagcgc 


1550 


uctuy yy l — y 




aaatacatcc 


acaagcgctg 


Qqccctcqtq 


1600 




arrhactctt 


tgccgctgcg 


ctttccctca 


tcctccttct 


1650 


a a a » ^ an a t" 
vwddddCLy y a. i— 


L*Owy L»y Quay 


yy *-y y *- *-y ^y 


gctcttgaaa 


caqqacqtcc 


1700 


gctcyyyyyc 


Cf ci c c a p p aacr 
yy^^y L,v -' a yy 




ctctgctcct 


ctactcagcc 


1750 


y augcicucyy 


y l. i— L- ^y ciy v—y 


p p \~ crcr fc croa c 


gccctggcgt 


cqqccctqtq 


1800 


a rr r 1 1~ n <^r* fr 
v_cty uy u y 


•-y v^y ^-y u yy 


ccgtagacct 


ataaaaccqt 


cgtgaactga 


1850 


gcgcgcaggg 


o r -1 c f rr 1~ nrr P t" 
y L.uuy L^y y v-- l» 


t - rrat" t~ tcaccr 

w ^ >-j i — • * — ' — w t*v-»y 


ccrcaacaaccr 


ccagaccctg 


1900 


caggagggcy 


ycguyguyy u 


ct" i"crp tcttc 


tctcccggtg 


caatqacqct 

^ZJZJ ^zjzj^zj^ 


1950 


y cgcdgcgciy 


L-yy^ u-ct^ciy y 


^ t~ crcrcra t cr t c 
aL yyyy L, y i,u 




acqcacqqcc 

ZJ^ZJ ZJZi 


2000 


c y c ct\_y a. c y c 




t~ r'crr't - cacrct 


gcgtgctgcc 


cgacttcttg 


2050 


cagggccggg 


cyt-.ci-.yyv-.ciy 


c ucn-y Lyyyy 


arrtacttcc 


acaggctgct 


2100 




y v_ y v-v-»y 


pprf ttt cccr 


caccgtgccc 


gtcttcacac 


2150 


tgccctccca 


actgccagac 


ttcctggggg 


ccctgcagca 


gcctcgcgcc 


2200 


LuyLy LLLuy 


y y yy 


<*y '-"■y ^3 


gagcaagtgt 


cccgggccct 


2250 


tcaqccaacc 


ctqqataqct 


acttccatcc 


cccggggact 


cccgcgccgg 


2300 


gacgcggggt 


gggaccaggg 


gcgggacctg 


gggcggggga 


cgggacttaa 


2350 


ataaaggcag 


acgctgtttt 


tctaaaaaaa 


2380 







<210> 14 

<211> 705 

<212> PRT 

<213> Homo Sapien 

<400> 14 

Met Pro Val Pro Trp Phe Leu Leu Ser Leu Ala Leu Gly Arg Ser 
15 10 15 

Pro Val Val Leu Ser Leu Glu Arg Leu Val Gly Pro Gin Asp Ala 
20 25 30 

Thr His Cys Ser Pro Gly Leu Ser Cys Arg Leu Trp Asp Ser Asp 
35 40 45 

lie Leu Cys Leu Pro Gly Asp He Val Pro Ala Pro Gly Pro Val 



16 





50 



55 



60 



Leu Ala Pro Thr His Leu Gin Thr Glu Leu Val Leu Arg Cys Gin 
65 70 75 

Lys Glu Thr Asp Cys Asp Leu Cys Leu Arg Val Ala Val His Leu 
80 85 90 

Ala Val His Gly His Trp Glu Glu Pro Glu Asp Glu Glu Lys Phe 
95 100 105 

Gly Gly Ala Ala Asp Ser Gly Val Glu Glu Pro Arg Asn Ala Ser 
110 115 120 

Leu Gin Ala Gin Val Val Leu Ser Phe Gin Ala Tyr Pro Thr Ala 
125 130 135 

Arg Cys Val Leu Leu Glu Val Gin Val Pro Ala Ala Leu Val Gin 
140 145 150 

Phe Gly Gin Ser Val Gly Ser Val Val Tyr Asp Cys Phe Glu Ala 
155 160 165 

Ala Leu Gly Ser Glu Val Arg He Trp Ser Tyr Thr Gin Pro Arg 
170 175 180 

Tyr Glu Lys Glu Leu Asn His Thr Gin Gin Leu Pro Ala Leu Pro 
185 190 195 

Trp Leu Asn Val Ser Ala Asp Gly Asp Asn Val His Leu Val Leu 
200 205 210 

Asn Val Ser Glu Glu Gin His Phe Gly Leu Ser Leu Tyr Trp Asn 
215 220 225 

Gin Val Gin Gly Pro Pro Lys Pro Arg Trp His Lys Asn Leu Thr 



Gly Pro Gin He He Thr Leu Asn His Thr Asp Leu Val Pro Cys 
245 250 255 

Leu Cys He Gin Val Trp Pro Leu Glu Pro Asp Ser Val Arg Thr 
260 " 265 270 

Asn He Cys Pro Phe Arg Glu Asp Pro Arg Ala His Gin Asn Leu 
275 280 285 

Trp Gin Ala Ala Arg Leu Arg Leu Leu Thr Leu Gin Ser Trp Leu 
290 295 300 

Leu Asp Ala Pro Cys Ser Leu Pro Ala Glu Ala Ala Leu Cys Trp 
305 310 315 

Arg Ala Pro Gly Gly Asp Pro Cys Gin Pro Leu Val Pro Pro Leu 
320 325 330 

Ser Trp Glu Asn Val Thr Val Asp Lys Val Leu Glu Phe Pro Leu 



230 



235 



240 



335 



340 



345 
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Leu Lys Gly His Pro 
350 



Asn Leu Cys Val 



Gin 
355 



Val 



Asn Ser 



Ser 



Glu 
360 



Lys Leu Gin Leu Gin Glu Cys Leu Trp Ala Asp Ser Leu Gly Pro 
365 370 375 

Leu Lys Asp Asp Val Leu Leu Leu Glu Thr Arg Gly Pro Gin Asp 
380 385 390 

Asn Arg Ser Leu Cys Ala Leu Glu Pro Ser Gly Cys Thr Ser Leu 
395 400 405 

Pro Ser Lys Ala Ser Thr Arg Ala Ala Arg Leu Gly Glu Tyr Leu 
410 ' 415 420 

Leu Gin Asp Leu Gin Ser Gly Gin Cys Leu Gin Leu Trp Asp Asp 
425 430 435 

Asp Leu Gly Ala Leu Trp Ala Cys Pro Met Asp Lys Tyr lie His 
440 445 450 

Lys Arg Trp Ala Leu Val Trp Leu Ala Cys Leu Leu Phe Ala Ala 
455 460 465 

Ala Leu Ser Leu lie Leu Leu Leu Lys Lys Asp His Ala Lys Gly 
470 475 480 

Trp Leu Arg Leu Leu Lys Gin Asp Val Arg Ser Gly Ala Ala Ala 
485 490 495 

Arg Gly Arg Ala Ala Leu Leu Leu Tyr Ser Ala Asp Asp Ser Gly 
500 505 510 

Phe Glu Arg Leu Val Gly Ala Leu Ala Ser Ala Leu Cys Gin Leu 
515 * 520 525 

Pro Leu Arg Val Ala Val Asp Leu Trp Ser Arg Arg Glu Leu Ser 



Ala Gin Gly Pro Val Ala Trp Phe His Ala Gin Arg Arg Gin Thr 

545 550 555 

Leu Gin Glu Gly Gly Val Val Val Leu Leu Phe Ser Pro Gly Ala 

560 565 570 

Val Ala Leu Cys Ser Glu Trp Leu Gin Asp Gly Val Ser Gly Pro 

575 580 585 

Gly Ala His Gly Pro His Asp Ala Phe Arg Ala Ser Leu Ser Cys 

590 595 600 

Val Leu Pro Asp Phe Leu Gin Gly Arg Ala Pro Gly Ser Tyr Val 

605 610 615 

Gly Ala Cys Phe Asp Arg Leu Leu His Pro Asp Ala Val Pro Ala 

620 625 630 

Leu Phe Arg Thr Val Pro Val Phe Thr Leu Pro Ser Gin Leu Pro 



530 



535 



540 
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635 . 640 645 

Asp Phe Leu Gly Ala Leu Gin Gin Pro Arg Ala Pro Arg Ser Gly 
650 655 660 

Arg Leu Gin Glu Arg Ala Glu Gin Val Ser Arg Ala Leu Gin Pro 
665 670 675 

Ala Leu Asp Ser Tyr Phe His Pro Pro Gly Thr Pro Ala Pro Gly 
680 685 690 

Arg Gly Val Gly Pro Gly Ala Gly Pro Gly Ala Gly Asp Gly Thr 
695 700 705 

<210> 15 

<211> 2138 

<212> DNA 

<213> Homo Sapien 

<400> 15 



cgagggctcc 


tgctggtact 


gtgttcgctg 


ctgcacagca 


aggccctgcc 


50 


acccaccttc 


aggccatgca 


gccatgttcc 


gggagcccta 


attgcacaga 


100 


agcccatggg 


gagctccaga 


ctggcagccc 


tgctcctgcc 


tctcctcctc 


150 


atagtcatcg 


acctctctga 


ctctgctggg 


attggctttc 


gccacctgcc 


200 


ccactggaac 


acccgctgtc 


ctctggcctc 


ccacacggat 


gacagtttca 


250 


ctggaagttc 


tgcctatatc 


ccttgccgca 


cctggtgggc 


cctcttctcc 


300 


acaaagcctt 


ggtgtgtgcg 


agtctggcac 


tgttcccgct 


gtttgtgcca 


350 


gcatctgctg 


tcaggtggct 


caggtcttca 


acggggcctc 


ttccacctcc 


400 


tqqtqcaqaa 


atccaaaaag 


tcttccacat 


tcaagttcta 


taggagacac 


450 


aagatgccag 


cacctgctca 


gaggaagctg 


ctgcctcgtc 


gtcacctgtc 


500 


tgagaagagc 


catcacattt 


ccatcccctc 


cccagacatc 


tcccacaagg 


550 


gacttcgctc 


taaaaggacc 


caaccttcgg 


atccagagac 


atgggaaagt 


600 


cttcccagat 


tggactcaca 


aaggcatgga 


ggacccgagt 


tctcctttga 


650 


tttgctgcct 


gaggcccggg 


ctattcgggt 


gaccatatct 


tcaggccctg 


700 


aggtcagcgt 


gcgtctttgt 


caccagtggg 


cactggagtg 


tgaagagctg 


750 


agcagtccct 


atgatgtcca 


gaaaattgtg 


tctgggggcc 


acactgtaga 


800 


gctgccttat 


gaattccttc 


tgccctgtct 


gtgcatagag 


gcatcctacc 


850 


tgcaagagga 


cactgtgagg 


cgcaaaaaat 


gtcccttcca 


gagctggcca 


900 


gaagcctatg gctcggactt 


ctggaagtca gtgcacttca 


ctgactacag 


950 
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i — V r~* /-+ /"-I ^ 4— 

CCayCaCaCL, 


Layauyy u^a 


faarcctaac 


actccgctgc 


ccactgaagc 


1000 


tggaagctgc 


r~t r~>\- /-»4- rtr*f~* Art 

cctctyt-tay 


c*y y uv^ y c* ^ i_ 


ggcataccct 


ttgeaaagae 


1050 


ctcccgaacg 


ccacyycuty 


^ era cr t* r* 3 era t 


acrotcratatQ 


ttttggagaa 


1100 


99 t 99 acct: 9 


CatuLtLayL 


frfarh i - caa 

L* v*- ;n L- V— v»» ti 


gttctctttt 


ggaaacagca 


1150 


gcCdtyttya 




r* a a a a t acrcr t 


ctctcacatc 


ctggaatgta 


1200 


agcatggata 


/-» /""I O ^ /""» /""I /"I 3 

CCCaayctud 


y c ciy LuyauL 


cttcacttct 


cctcaagaat 


1250 


gcatgccacc 


tccagugcxg 


cccy y ciy cc u 


r* p r* ri ci Cf c 1 1 cr 


crcrci c acr q a c a 


1300 


ctttggtgcc 


/-i /— « /-» /-» 4"- /T 4~ 3 /"i 

ccccyLytao 


^ r 1 i~ rt t c a crc c 
etc t—y cv^.ciy v_ <^ 


aaac c ccracr a 


ctcaagccca 


1350 


gtgtcactag 


acc ccaccac 




^yy^^^yyy L * 


gctgtgtcct 


1400 


ggtgtggcgg 


t cagatgt cc 


o «t 4- 4- 4- /-t f*f*\~ <T 

ay t ttytLLy 


ct^p^ct facet C 
y ciciy 


ttgtgtccag 


1450 


atgcctcxua 


CayaCaCL cy 


nnarf ct" t era 


tcctaacact 


QCtQQCCCtC 


1500 


ctcaccctac 


4— »4— /~«-4— 4— /-«» 4- 

tgggtgc^gt 


4- /^i 4- rrrrpppt" P 1 

L.cuyyc^^-u*-» 




gcccacagtc 


1550 


aggcccgggc 


ccagcgcggc 


C Ciy LyL-LL^L 


r 1 c t - cr r* a c cr c a 


acacractCQQ 


1600 


aggcgcagcg 


gcgcccggcg 


ggagegctgy 


r* t" era a c t* crc t 


a c a era c aQ c q 


1650 


ctgggcggcg 


ggcgcgacgt 


yciccycyycic 


r 1 1" rri~ aacracrcr 
c i_y cyyy ciyy 


acjacracacQt 


1700 


ggcgcgcgtg 


ggcccgctgc 


cy uygc cc cy 


n n r 1 a cr c cr c cr cr 
yycyycy<-yy 


accrcacataQ 


1750 


cgcgggagca 


gggcactgtg 


/™i 4- /-t /-i 4- iT /— i 4~ O"! - 

ctyctyoLy l 


yyciy cyy cy <^ 


caaccttCQC 


1800 


ccggtcagcg 


gccccgaccc 


ccycy ccy cy 


c c c c t" cr c 1~ c cr 


ccctgctcca 


1850 


cgctgccccg 


cycccyCLyu 


t" rrrh rrr't* rap 
uy c t-y v u^-.y 


ttacttcaat 


cqcctctgcg 


1900 














ccaagggcga 


Catccccccy 


ccy o L.y ^-y v-»y 


rrrtaccaca 


ctaccgcctg 


1950 


ctgcgcgacc 


tyccycycLL 


ycuy cyyy^y 


ctaaacacac 


ggcctttcgc 


2000 


agaggccacc 


agctggggcc 


gecttgggge 


gcggcagcgc 


aggcagagee 


2050 


gcctagagct 


gtgcagccgg 


cttgaacgag 


aggccgcccg 


acttgeagae 


2100 


ctaggttgag 


cagagctcca 


ccgcagtccc 


gggtgtct 213 8 





<210> 16 

<211> 667 

<212> PRT 

<213> Homo Sapien 

<400> 16 

Met Gly Ser Ser Arg Leu Ala Ala Leu Leu Leu Pro Leu Leu Leu 
15 10 15 

He Val He Asp Leu Ser Asp Ser Ala Gly He Gly Phe Arg His 



20 



25 . 30 



Leu Pro His Trp Asn Thr Arg Cys Pro Leu Ala Ser His Thr Asp 
35 40 45 

Asp Ser Phe Thr Gly Ser Ser Ala Tyr He Pro Cys Arg Thr Trp 
50 55 60 

Trp Ala Leu Phe Ser Thr Lys Pro Trp Cys Val Arg Val Trp His 
65 70 75 

Cys Ser Arg Cys Leu Cys Gin His Leu Leu Ser Gly Gly Ser Gly 
80 85 90 

Leu Gin Arq Gly Leu Phe His Leu Leu Val Gin Lys Ser Lys Lys 
95 100 105 

Ser Ser Thr Phe Lys Phe Tyr Arg Arg His Lys Met Pro Ala Pro 
110 H5 120 

Ala Gin Arg Lys Leu Leu Pro Arg Arg His Leu Ser Glu Lys Ser 
125 130 135 

His His He Ser He Pro Ser Pro Asp He Ser His Lys Gly Leu 
140 145 150 

Arq Ser Lys Arg Thr Gin Pro Ser Asp Pro Glu Thr Trp Glu Ser 
155 160 165 

Leu Pro Arg Leu Asp Ser Gin Arg His Gly Gly Pro Glu Phe Ser 
170 175 180 

Phe Asp Leu Leu Pro Glu Ala Arg Ala He Arg Val Thr He Ser 
185 190 195 

Ser Gly Pro Glu Val Ser Val Arg Leu Cys His Gin Trp Ala Leu 
24M5 2£5 210 



Glu Cys Glu Glu Leu Ser Ser Pro Tyr Asp Val Gin Lys He Val 
215 220 225 

Ser Glv Gly His Thr Val Glu Leu Pro Tyr Glu Phe Leu Leu Pro 
230 235 240 

Cys Leu Cys He Glu Ala Ser Tyr Leu Gin Glu Asp Thr Val Arg 
245 250 255 

Arg Lys Lys Cys Pro Phe Gin Ser Trp Pro Glu Ala Tyr Gly Ser 
260 265 270 

Asp Phe Trp Lys Ser Val His Phe Thr Asp Tyr Ser Gin His Thr 
275 280 285 

Gin Met Val Met Ala Leu Thr Leu Arg Cys Pro Leu Lys Leu Glu 
290 295 300 

Ala Ala Leu Cys Gin Arg His Asp Trp His Thr Leu Cys Lys Asp 
305 310 315 
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Leu Pro Asn Ala Thr Ala Arg Glu S.er Asp Gly Trp Tyr Val Leu 
320 325 330 

Glu Lys Val Asp Leu His Pro Gin Leu Cys Phe Lys Phe Ser Phe 
335 340 345 

Gly Asn Ser Ser His Val Glu Cys Pro His Gin Thr Gly Ser Leu 
350 355 360 

Thr Ser Trp Asn Val Ser Met Asp Thr Gin Ala Gin Gin Leu He 
365 370 375 

Leu His Phe Ser Ser Arg Met His Ala Thr Phe Ser Ala Ala Trp 
380 ~ 385 390 

Ser Leu Pro Gly Leu Gly Gin Asp Thr Leu Val Pro Pro Val Tyr 
395 400 405 

Thr Val Ser Gin Ala Arg Gly Ser Ser Pro Val Ser Leu Asp Leu 
410 415 420 

He He Pro Phe Leu Arg Pro Gly Cys Cys Val Leu Val Trp Arg 
425 430 435 

Ser Asp Val Gin Phe Ala Trp Lys His Leu Leu Cys Pro Asp Val 
440 445 450 

Ser Tyr Arg His Leu Gly Leu Leu He Leu Ala Leu Leu Ala Leu 
455 ~ 460 465 

Leu Thr Leu Leu Gly Val Val Leu Ala Leu Thr Cys Arg Arg Pro 
470 475 480 

Gin Ser Gly Pro Gly Pro Ala Arg Pro Val Leu Leu Leu His Ala 
485 490 495 

Ala Asp Ser Glu Ala Gin Arg Arg Leu Val Gly Ala Leu Ala Glu 



500 



505 510 



Leu Leu Arg Ala Ala Leu Gly Gly Gly Arg Asp Val He Val Asp 
515 520 525 

Leu Trp Glu Gly Arg His Val Ala Arg Val Gly Pro Leu Pro Trp 
530 535 540 

Leu Trp Ala Ala Arg Thr Arg Val Ala Arg Glu Gin Gly Thr Val 
545 550 555 

Leu Leu Leu Trp Ser Gly Ala Asp Leu Arg Pro Val Ser Gly Pro 
560 " 565 570 

Asp Pro Arg Ala Ala Pro Leu Leu Ala Leu Leu His Ala Ala Pro 
575 580 585 

Arq Pro Leu Leu Leu Leu Ala Tyr Phe Ser Arg Leu Cys Ala Lys 
590 595 600 

Gly As p He Pr o Pro Pro Leu Arg Ala Leu Pro Arg Tyr Arg Leu 



22 



605 610 615 

Leu Arg Asp Leu Pro Arg Leu Leu Arg Ala Leu Asp Ala Arg Pro 
620 625 630 

Phe Ala Glu Ala Thr Ser Trp Gly Arg Leu Gly Ala Arg Gin Arg 
635 640 645 

Arg Gin Ser Arg Leu Glu Leu Cys Ser Arg Leu Glu Arg Glu Ala 
650 655 660 

Ala Arg Leu Ala Asp Leu Gly 
665 

<210> 17 

<211> 2319 

<212> DNA 

<213> Homo Sapien 

<400> 17 



gccaggccct 


atctccctgc 


caggaggccg 


gagtggggga 


ggccagacgg 


D U 


ggcggttgga 


gggggaggga 


tgccacgcgc 


ttctgcctca 


ggugcccccg 


i no 
j. \j \j 


cgttgtttgt 


cagtggagag 


cagggagtgg 


ggccagccag 


* «-» /-» ~k 13 /rt" 

CayaaaCagt 


1 RO 

X Zj \J 


gggctgtaca 


acatcacctt 


caaatatgac 


aattgtacca 


ccxacuxgaa 


o n n 


tccagtgggg 


aagcatgtga 


ttgctgacgc 


ccagaatatc 


accatcagcc 


OCA 


agtatgcttg 


ccatgaccaa 


gtggcagtca 


ccattctttg 


gtccccaggg 




gccctcggca 


tcgaattcct 


gaaaggattt 


cgggtaatac 


tggaggagct 


350 


gaagtcggag 


ggaagacagt 


gccaacaact 


gattctaaag 


gatccgaagc 


400 


agc.fccaacag 


tagcttcaaa 


agaactqqaa 


tqqaatctca 


acctttcctg 


450 


aatatgaaat 


ttgaaacgga 


ttatttcgta 


aaggttgtcc 


cttttccttc 


500 


cattaaaaac 


gaaagcaatt 


accacccttt 


cttctttaga 


acccgagcct 


550 


gtgacctgtt gttacagccg gacaatctag cttgtaaacc 


cttctggaag 


600 


cctcggaacc 


tgaacatcag 


ccagcatggc 


tcggacatgc 


aggtgtcctt 


650 


cgaccacgca 


ccgcatggct 


cggacatgca 


ggtgtccttc 


gaccacgcac 


700 


cgcacaactt 


cggcttccgt 


ttcttctatc 


ttcactacaa 


gctcaagcac 


750 


gaaggacctt 


tcaagcgaaa gacctgtaag caggagcaaa 


ctacagagat 


800 


gaccagctgc 


ctccttcaaa 


atgtttctcc 


aggggattat 


ataattgagc 


850 


tggtggatga 


cactaacaca 


acaagaaaag 


tgatgcatta 


tgccttaaag 


900 


ccagtgcact 


ccccgtgggc 


cgggcccatc 


agagccgtgg 


ccatcacagt 


950 
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• 




• 




gccactggta. 


gtcatatcgg 


cattcgcgac 


gctcttcact 


gtgatgtgcc 


1000 




gcaagaagca 


acaagaaaat 


atatattcac 


atttagatga 


agagagctct 


1050 




gagtcttcca 


catacactgc 


agcactccca 


agagagaggc 


tccggccgcg 


1100 




gccgaaggtc 


tttctctgct 


attccagtaa 


agatggccag 


aatcacatga 


1150 




atgtcgtcca 


gtgtttcgcc 


tacttcctcc 


aggacttctg 


tggctgtgag 


1200 




gtggctctgg 


acctgtggga 


agacttcagc 


ctctgtagag 


aagggcagag 


1250 




agaatgggtc 


atccagaaga 


tccacgagtc 


ccagttcatc 


attgtggttt 


1300 




gttccaaagg 


tatgaagtac 


tttgtggaca 


agaagaacta 


caaacacaaa 


1350 




ggaggtggcc 


gaggctcggg 


gaaaggagag 


ctcttcctgg 


tggcggtgtc 


1400 




agccattgcc 


gaaaagctcc 


gccaggccaa 


gcagagttcg 


tccgcggcgc 


1450 




tcagcaagtt 


tatcgccgtc 


tactttgatt 


attcctgcga 


gggagacgtc 


1500 




cccggtatcc 


tagacctgag 


taccaagtac 


agactcatgg 


acaatcttcc 


1550 




tcagctctgt 


tcccacctgc 


actcccgaga 


ccacggcctc 


caggagccgg 


1600 




ggcagcacac 


gcgacagggc 


agcagaagga 


actacttccg 


gagcaagtca 


1650 




ggccggtccc 


tatacgtcgc 


catttgcaac 


atgcaccagt 


ttattgacga 


1700 




ggagcccgac 


tggttcgaaa 


agcagttcgt 


tcccttccat 


cctcctccac 


1750 




tgcgctaccg 


ggagccagtc 


ttggagaaat 


ttgattcggg 


cttggtttta 


1800 




aatgatgtca 


tgtgcaaacc 


agggcctgag 


agtgacttct 


gcctaaaggt 


1850 




agaggcggct 


gttcttaqqq 


caaccqqacc 


agccgactcc 


cagcacgaga 


1900 




gtcagcatgg 


gggcctggac 


caagacgggg 


aggcccggcc 


tgcccttgac 


1950 




ggtagcgccg 


ccctgcaacc 


cctgctgcac 


acggtgaaag 


ccggcagccc 


2000 




ctcggacatg 


ccgcgggact 


caggcatcta 


tgactcgtct 


gtgccctcat 


2050 




ccgagctgtc 


tctgccactg 


atggaaggac 


tctcgacgga 


ccagacagaa 


2100 




acgtcttccc 


tgacggagag 


cgtgtcctcc 


tcttcaggcc 


tgggtgagga 


2150 




ggaacctcct 


gcccttcctt 


ccaagctcct 


ctcttctggg 


tcatgcaaag 


2200 




cagatcttgg 


ttgccgcagc 


tacactgatg 


aactccacgc 


ggtcgcccct 


2250 




ttgtaacaaa 


acgaaagagt 


ctaagcattg 


ccactttaaa 


aaaaaaaaaa 


2300 




aaaaaaaaaa 


aaaaaaaaa 


2319 










<210> 18 
<211> 728 
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.<212> PRT 

<213> Homo Sapien 

<400> 18 

Met Pro Arg Ala Ser Ala Ser Gly Val Pro Ala Leu Phe Val Ser 
1 5 10 15 

Gly Glu Gin Gly Val Gly Pro Ala Ser Arg Asn Ser Gly Leu Tyr 
20 25 30 

Asn lie Thr Phe Lys Tyr Asp Asn Cys Thr Thr Tyr Leu Asn Pro 
35 40 45 

Val Gly Lys His Val He Ala Asp Ala Gin Asn He Thr He Ser 
50 55 60 

Gin Tyr Ala Cys His Asp Gin Val Ala Val Thr He Leu Trp Ser 
65 70 75 

Pro Gly Ala Leu Gly He Glu Phe Leu Lys Gly Phe Arg Val He 
80 85 90 

Leu Glu Glu Leu Lys Ser Glu Gly Arg Gin Cys Gin Gin Leu He 
95 100 105 

Leu Lys Asp Pro Lys Gin Leu Asn Ser Ser Phe Lys Arg Thr Gly 
110 115 120 

Met Glu Ser Gin Pro Phe Leu Asn Met Lys Phe Glu Thr Asp Tyr 
125 130 135 

Phe Val Lys Val Val Pro Phe Pro Ser He Lys Asn Glu Ser Asn 
140 145 150 

Tyr His Pro Phe Phe Phe Arg Thr Arg Ala Cys Asp Leu Leu Leu 



Gin Pro Asp Asn Leu Ala Cys Lys Pro Phe Trp Lys Pro Arg Asn 

170 175 180 

Leu Asn He Ser Gin His Gly Ser Asp Met Gin Val Ser Phe Asp 

185 190 195 

His Ala Pro His Gly Ser Asp Met Gin Val Ser Phe Asp His Ala 

200 205 210 

Pro His Asn Phe Gly Phe Arg Phe Phe Tyr Leu His Tyr Lys Leu 

215 220 225 

Lys His Glu Gly Pro Phe Lys Arg Lys Thr Cys Lys Gin Glu Gin 

230 235 240 

Thr Thr Glu Met Thr Ser Cys Leu Leu Gin Asn Val Ser Pro Gly 

245 250 255 

Asp Tyr He He Glu Leu Val Asp Asp Thr Asn Thr Thr Arg Lys 



155 



160 



165 



260 



265 



270 



25 









• 








• 


Val Met His Tyr Ala Leu Lys Pro Val 


His 


Ser Pro Trp 


Ala Gly 






275 




280 






285 


Pro He Arg Ala Val Ala He Thr Val 


Pro 


Leu 


Val Val 


He Ser 






290 




295 






300 


Ala Phe Ala 


Thr 


Leu 


Phe Thr Val Met 


Cys 


Arg 


Lys Lys 


Gin Gin 






305 




310 






315 


Glu Asn He Tyr Ser His Leu Asp Glu 


Glu 


Ser 


Ser Glu 


Ser Ser 






320 




325 






330 


Thr Tyr Thr Ala Ala Leu Pro Arg Glu 


Arg 


Leu Arg Pro 


Arg Pro 






335 




340 






345 


f Lys Val Phe Leu Cys 


Tyr Ser Ser Lys 


Asp 


Gly Gin Asn 


His Met 






350 




355 






360 


Asn Val Val Gin Cys 


Phe Ala Tyr Phe 


Leu 


Gin Asp Phe 


Cys Gly 






365 




370 






375 


Cys Glu Val Ala 


Leu Asp Leu Trp Glu 


Asp 


Phe 


Ser Leu 


Cys Arg 






380 




385 






3 90 


Glu Gly Gin Arg Glu Trp Val He Gin 


Lys 


He 


His Glu 


Ser Gin 






395 




400 






405 


Phe He He 


Val 


Val 


Cys Ser Lys Gly 


Met 


Lys 


Tyr Phe 


Val Asp 






410 




415 






420 


Lys Lys Asn Tyr Lys 


His Lys Gly Gly 


Gly 


Arg Gly Ser 


Gly Lys 






425 




430 






435 


Gly Glu Leu Phe Leu Val Ala Val Ser 


Ala 


He 


Ala Glu 


Lys Leu 






440 




445 






450 


Arg Gin Ala 


Lys 


Gin 


Ser Ser Ser Ala 


Ala 


Leu Ser Lys 


Phe He 






455 




460 






465 


Ala Val Tyr 


Phe 


Asp 


Tyr Ser Cys Glu 


Gly 


Asp 


Val Pro 


Gly He 






470 




475 






480 


Leu Asp Leu 


Ser 


Thr 


Lys Tyr Arg Leu 


Met 


Asp 


Asn Leu 


Pro Gin 






485 




490 






495 


Leu Cys Ser 


His 


Leu 


His Ser Arg Asp 


His 


Gly 


Leu Gin 


Glu Pro 






500 




505 






510 


Gly Gin His 


Thr 


Arg 


Gin Gly Ser Arg 


Arg 


Asn 


Tyr Phe 


Arg Ser 






515 




520 






525 


Lys Ser Gly 


Arg 


Ser 


Leu Tyr Val Ala 


He 


Cys 


Asn Met 


His Gin 






530 




535 






540 


Phe He Asp 


Glu 


Glu 


Pro Asp Trp Phe 


Glu 


Lys 


Gin Phe 


Val Pro 






545 




550 






555 


Phe His Pro 


Pro 


Pro 


Leu Arg Tyr Arg 


Glu 


Pro 


Val Leu 


Glu Lys 
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560. 565 570 

Phe Asp Ser Gly Leu Val Leu Asn Asp Val Met Cys Lys Pro Gly 
575 580 585 

Pro Glu Ser Asp Phe Cys Leu Lys Val Glu Ala Ala Val Leu Gly 
590 595 600 

Ala Thr Gly Pro Ala Asp Ser Gin His Glu Ser Gin His Gly Gly 
605 610 " 615 

Leu Asp Gin Asp Gly Glu Ala Arg Pro Ala Leu Asp Gly Ser Ala 
620 625 *" 630 

Ala Leu Gin Pro Leu Leu His Thr Val Lys Ala Gly Ser Pro Ser 
635 640 645 

Asp Met Pro Arg Asp Ser Gly lie Tyr Asp Ser Ser Val Pro Ser 
650 655 660 

Ser Glu Leu Ser Leu Pro Leu Met Glu Gly Leu Ser Thr Asp Gin 
665 670 ~ 675 

Thr Glu Thr Ser Ser Leu Thr Glu Ser Val Ser Ser Ser Ser Gly 
680 685 690 

Leu Gly Glu Glu Glu Pro Pro Ala Leu Pro Ser Lys Leu Leu Ser 
695 700 " 705 

Ser Gly Ser Cys Lys Ala Asp Leu Gly Cys Arg Ser Tyr Thr Asp 
710 " 715 720 

Glu Leu His Ala Val Ala Pro Leu 
725 

<210> 19 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 

<400> 19 
atccacagaa gctggccttc gccg 24 

<210> 20 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 

<400> 20 
gggacgtgga tgaactcggt gtgg 24 

<210> 21 
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<211> 40 . 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 
<400> 21 

tatccacaga agctggcctt cgccgagtgc ctgtgcagag 40 

<210> 22 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 
<400> 22 

gttgcattct tggcaatggt catggga 27 

<210> 23 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 

<400> 23 
ggtccatgtg ggagcctgtc tgta 24 

<210> 24 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 
<400> 24 

cagcagctcc tcagaggtgt cctgcccttt gctggggcag cagct 45 

<210> 25 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 

<400> 25 
gctcagtgcc ttccaccaca cgc 23 

<210> 26 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
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• 


• 


<220> 

<223> Synthetic Oligonucleotide Probe 




<400> 26 
ctgcgtcctt ctccggctcg g 21 




<210> 27 
<211> 45 
<212> DNA 

<213> Artificial Sequence 




<220> 

<223> Synthetic Oligonucleotide Probe 




<400> 27 

cgttccgtct acaccgaggc ctacgtcacc atccccgtgg gctgc 45 




<210> 28 
<211> 25 
<212> DNA 

<213> Artificial Sequence 




<220> 

<223> Synthetic Oligonucleotide Probe 




<400> 28 
actccatatt ttcctacttg tggca 25 




<210> 29 
<211> 19 
<212> DNA 

<213> Artificial Sequence 




<220> 

<223> Synthetic Oligonucleotide Probe 




<400> 29 




cccaaagtga cctaagaac 19 




<210> 30 
<211> 27 
<212> DNA 

<213> Artificial Sequence 




<220> 

<223> Synthetic Oligonucleotide Probe 




<400> 30 

tcactgaatt tcttcaaaac cattgca 27 




<210> 31 
<211> 50 
<212> DNA 

<213> Artificial Sequence 





<220> 

<223> Synthetic Oligonucleotide Probe 
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<400> 31 

tgtggcagcg actgcatccg acataaagga acagttgtgc tctgcccaca 50 

<210> 32 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 

<400> 32 
ccgacttctt gcagggccgg 2 0 

<210> 33 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 

<400> 33 
gcagcacgca gctgagcgag 2 0 

<210> 34 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 
<400> 34 

agcgagtggc tacaggatgg ggtgtccggg ccc 33 

<210> 35 

<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 

<400> 35 
cgttgtttgt cagtggagag caggg 25 

<210> 36 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 

<400> 36 
caggaacacc tgaggcagaa gcg 23 
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<210> 37 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 
<400> 37 

ctatctccct gccaggaggc cggagtgggg gaggtcagac 40 

<210> 38 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 

<400> 38 
ctgtacctcg agggtgcaga g 21 

<210> 39 
<211> 58 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Oligonucleotide Probe 
<400> 39 

cccaagcttg ggtcaatgat gatgatgatg atgatgatgc cacaggggca 50 
tgtagtcc 58 
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